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vat cenet  GPS for navigating healthcare

20 18 ﬂzg ﬁ = Precision genomic medicine is now technically feasible. Just as global positioning systems revolutionized the
kel logistics of travel, so genome-wide polygenic risk scores (GPSs) now have the potential to inform our trajectories
E’F?HER of health and to serve in the prevention and mitigation of many common and complex diseases. We welcome
research into the implementation of—and equity of access to—genetic predictors and their integration into clinical
and evidence-based medical practice.
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Nearby genes

SORT1
APOE-C1-C2
LDLR
APOB
ABCG5/8
HMGCR
TRIB1
PCSK9
POA1-C3-A4-A5
TIMD4
ABO
HPR
CILP2
FADS1-2-3
TOP1

ARAF
PCSK9ORH =

GWAS SNPOPEA /N WL (=& +§
HICRKELEE)

Best SNP

rs629301
rs4420638
rs6511720
rs1367117
rs4299376

rs12916

rs2954022
rs2479409

rs964184
rs6882076

rs649129
rs2000999

rs10401969

rs174583
rs909802

Effect size

(SE) mg/dL
-5.65 (0.21)
7.14 (0.29)
-6.99 (0.30)
4.05 (0.19)
2.75 (0.20)
2.45 (0.18)
-1.84 (0.17)
2.01 (0.22)
2.85 (0.27)
-1.67 (0.19)
2.05 (0.21)
2.00 (0.22)
-3.11 (0.38)
-1.71 (0.19)
1.41 (0.17)

+ RFIZNELTTE L THEM

9.7
8.7
4.3
4.5
1.7
5.1
2.6
1.9
1.5
1.9
7.9
1.8
6.7
1.2
3.2

P-value

171
147
117
114
47
45
29
28
26
22
22
22
22
21
19
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Boyle, Li & Pritchard [Cell (2017) 169:1177]
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