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Vasculature
Endothelium:
Nrp1, Cdh5, Eln

Glomerular endothelium:
Plat, Emcn, Tsapn7, Mapt, Kdr,

Vas efferens:
Kif4, Cryab, Gas6, Podxl

VY —h— &8 TF

g DAl fd e

Mesangium/smooth muscle cells
(SMCs)/juxtaglomerular cells (JGs)

Vas afferens:
Edn1, Fbin5, Cldn5, Efnb2

Mesangial cells: SMCs:
Serpine2, Fhi2, Tagln, Myh11,
Des, Prkca, Art3, Acta2, Gata3,

Smade6, Ehd3, Lpl, Flt1, FbIn2, Peritubular capillaries: Nt5e, Pdgfrb Rergl, Map3k7cl
Ul W el Plvap Pericytes: JGs:
Capillaries: q . Vim, Tagln, Ren1, Akr1b7,
Kdr, Smadé, Ehd3, Lpl, Fit1 einsandvenules: Myh11, Pdgfrb Rgs5

Plvap, Bgn, Cd9, Nr2f2
Ascending vasa recta:
Fxyd2, Fxyd6, Igfop7
Descending vasa recta:
Slc14al,Agp1, S100a4

Arterioles and arteries:
FbIn2, Mgp, Trpv4, Bmx,
Sox17, Cxcl12, Gja5

Proximal tubule (PT)

Pan-PT: Proximal straight tubule:
Slc34al, Lrp2, Hxyd2, Hrsp12, Atp11a, Slc13a3, Slc16a9,
Acsm1, Acsm2, Cptla, Acox3, Slc27a2, Slc7a13, Slc22a6
Slc26a6, Slc9a3, Glud1, Pck1, (S2 segment), Slc1al

Aqp8, Hnf4a, Ppara

PT progenitors:
Proximal convoluted tubule: Notch2, Lgr4
Slc5a2, Sicsa12, Adrala, Slc6a19, .

Injured PT:

Slc7a8, Slc7ag Havcrl, Krt20, Hspala,

Vecam1, Dcdc2a, Sema5a

Distal convoluted tubule (DCT)/
connecting tubule (CNT)

DCT1: CNT:

Pvalb, Slc12a3, Trpom7, Wnk, Calb1, Slc8al, Egf, Kik1, Trpvs,
Wnk4, Stk39, Calb1, Slc8al, Egf, Trpmé6, S100g, Atp2b1, Scnnib,
Trpmé6, Cnnm2, Atplal, Atpla2, Scnnig, Kenel

Atpla3, Atpla4, Fxyd2

DCT2:

Slc12a3, Trpm7, Wnk1, Wnk4, Klhi3,
Stk39, Calb1, Slc8at, Egf, Trpmé,
Cnnm2, Atplal, Atpla2, Atpla3,
Atpla4, KIk1, Trpv5, Trpmé, S100g,
Atp2b1, Atp2b4, Scnn1b, Scnnig,
Kcnel, Fxyd2

Podocytes

Adult podocytes:
Nphs1, Nphs2,
Synpo, Cdknlc, Wt1

Podocyte progenitors:
Wt1, Foxc2, Wt1, Mafb,
Efnb2, Foxl1

Loop of Henle (LOH)/macula densa (MD)

Descending thin limb of LOH:
Fst,Agp1, Slc14a2, Bst1, Epha7,
Cryab, Tshz2, Cald1, Bst1, Lypd2

Ascending thin limb of LOH:
Epha7, Mx2, Clcnka

Thick ascending limb of LOH:
Slc12a1, Umod, Tmem207, Foxq1,
Cldn10, Ptger3, Kcnjl, Enox1, Thsd4,
Mt2, Slc5a3

MD:
Enox1, Thsd4,
Nos1, Avpria

Collecting duct (CD)

CD-principal cells:

Scnnib, Scnnlg, Aqp2, Avpr2,
Hsd11b2, Rhbg, EIf5, Fxyd4,
Aqp3, Apela, Kcnel, Npnt, Kenj10

Pan-CD-intercalated cells:
Tcfep2I1, Foxi, Atp6vig3,
Atp6v0d?2, Insr, Atp6v1b1

CD-intercalated cells (type A):
Atp4a, Slc4al, Agpé, Kit, Adgrf5, Mme

Immune cells

Macrophages: Dendritic cells 11b*:

Ciqa, Cigb, Itgam, Apoe, Cd74, Cd209a, Wfdc17, Mgl2,
Clqc, Cd74, Ctss, Feerlg, Ccl6, Ccl9, Ctss, Alox5ap, Ifitms3,
Aif1, Ms4a7 Tyrobp

Neutrophils:

$100a8, S100a9, Lyz2,
Placs, Ifitm3, Cebpb,
Tyrobp, Lst1, Fcer1g, Hp

Dendritic cells 11b~:
Irf8, Naaa, Plbd1, Cbfa2t3, Basp]1,
Rnase6, Wdfy3, Sept3, Ppom1m, Rab7b

Plasmocytoid dendritic cells:
Ly6d, Siglech, Cox6a2, Rnaseé, Sell,
Ccr9, Runx2, Cd209d, Bcl11a, Lairl

Basophils:

Ifitm1, Hdc, Mcmpt8,
Fcerla, Csrp3, Ms4a2,
Cypl1al, Cd200r3, Il6, Il4

B cells:

Cd79a, Cd79b, Ms4al, Lyéd,
Ebf1, Cd22, Cd19, Femr, Siglecg,
Ferl1

T cells:
Cxcr6, Cd247, Nkg7

CDAT cells:
Lef1, Ms4a4b, II7r, Ccr7, KIf2,
Tcf7, Dapli, Satb1, Cd3d

CD8 effector T cells:
Ccl5, Nkg7, Cd8b1, Ms4a4b,
Cd8a, Cd3d, Hest, Cd3g, Lck

CD-intercalated cells (type B):
Slc26a4, Hmx2, Spink8

CD-transitional cells:
Aqgp2, Hsd11b2, Rhbg,
Atp6v1g3, Atp6v0d2, Insr,
Atp6v1bl, Atp6vibl, Parmi,
Sec23b

Tregulatory cells:

Tnfrsf4, Capg, Ikzf2, lzumoTr,
Ifi2712a, S100a4, Rgs1, Cd3g,
Ltb, Tnfrsf18

NKT cells:

Ly6c2, Cxcr6, Gimap3,
Tmsb10, Cd3g, Gimap4,
Ctsw, Nkg7, Hcst, Ltb

NK cells:

Gzma, Nkg7, Cd7, Ccl5,
Xcl1, Kird1, Kirk1, Ner1,
Kire1, ll2rb

Balzer, Rohacs, Suszta
(2022)

Annual Review of
Physiology
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Imaging methods Sequencing methods
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3. Image fluorophore locations

4. Repeat ntimes to generate 3. Overlay sample on array.

gene-specific fluorophore barcode | 4. NGS of captured probes Ligate mRNA to probes.

ISS 2. Hybridise short, labelled probes to Microdissection
1. Rolling circle amplification of determine 1-2nt oftranscnpts sequence ;
target transcripts ) vy R INAN 2 e
A5 P NN @ % AT A m,w’r _’-%
é@ &) 7 [ @ g . A S Y rw
- & @ Yo ¢ ¢ / 1. Hybridise probes to target mRNAs
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2. Image region of
interest

4. NGS of captured probes
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3. Image fluorophore at each 4. Repeat as necessary to determine

location mRNAs' sequences 3. Release probes from ROl with UV.

Capture via capillary.
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